TAEHOON HA

@ New York, NY - & tachoon.ha@stonybrookmedicine.edu - H (267) 225-2588 - @ tachoonh.me - M@ tachoonha

WORK EXPERIENCE
STONY BROOK MEDICINE (RF SUNY) | Biostatistician 11 Stony Brook, NY
- Provide statistical guidance on study design, data analysis, and result interpretation for clinical research. Nov 2024 — Present

- Develop and implement statistical models, manage large datasets, and perform advanced analyses using R, SAS, and other statistical software.
+ Support faculty, students, and researchers by conducting statistical workshops, teaching fundamental and advanced biostatistical concepts, and
mentoring trainees.

COLD SPRING HARBOR LABORATORY | Biostatistician (Director, Biostatistics Core) Cold Spring Harbor, NY
+ Conducted weekly office hours, providing over 100 researchers with tailored statistical consultations Sep 2020 — Nov 2024

- Collaborated with Cancer Center and Northwell Health investigators on pre-clinical and clinical studies, utilizing advanced statistical methods
including multivariate regression, random forest classifiers, and machine learning algorithms, leading to a measurable improvement in study
design robustness and analytical accuracy.

- Authored and reviewed more than 50 statistical analysis plans (SAPs) and methodological sections for research proposals, grant applications
(including NIH and NCI), and manuscripts, contributing to a higher success rate in securing competitive research funding.

- Developed data pipelines in R and Python, reducing data preparation time by 30% and enabling the use of advanced statistical models.

- Developed and optimized data pipelines in R and Python, reducing data preparation time by 30% and enabling advanced modeling in over 100
data analysis projects, including the design and validation of experiments.

- Led annual biostatistics workshops, training 100+ researchers in biostatistics, improving analytical capabilities and research output.

WEILL CORNELL MEDICINE | Research Assistant — Biostatistics & Data Science (Advisor: Xi Kathy Zhou, PhD) New York, NY
Application: Collaboration with Andrew J. Dannenberg, MD group Aug 2019 — Sep 2020
- Collaborated extensively with investigators researching cancer, obesity, and metabolic diseases

- Provided statistical consulting support to clinical (lab) and genomic data using R

- Performed sample size and power calculations, designed and implemented database for clinical data collection

- Interpreted statistical analysis reports for investigators and wrote statistical method sections for scientific publication

Methodology: Application of Bayesian model averaging to better identify differentially expressed genes in high-dimensional setting

- Developed a new statistical method using Bayesian model averaging to identify DE genes associated with one or more patient characteristics (or
phenotypes), as well as their interactions

- Built and improved R package ‘BMAseq’ using Bayesian model averaging to analyze observational gene-expression data

- Applied the Bayesian model averaging method to multiple types of datasets, from metabolomics data to NGS data, to check its performance

TECHNICAL SKILLS

- Programming: R, Python, SAS + Visualization: Tableau, Power BI, Looker, Prism Graphpad
- Database: MySQL, PostgreSQL, SQL Server + Deployment: Shiny App
- Cloud/Distributed computing: Amazon Web Services * Version control: Github

EDUCATION
CORNELL UNIVERSITY, WEILL CORNELL MEDICINE | Master of Science, Biostatistics and Data Science New York, NY
+ Academic Excellence (Over 4.0 cumulative GPA) Award Dec 2019
- Thesis: Application of a Bayesian Model Averaging Method to Observational Metabolomics Data Analysis
DUKE UNIVERSITY | Master of Science, Business Analytics Durham, NC
- Capstone project: Duke University Hospital (Duke Health) May 2018
SUNGKYUNKWAN UNIVERSITY | Bachelor of Business Administration with an emphasis on Quantitative Methods Seoul, Korea
- Dean’s list with distinction Jul 2017

- Study-abroad: School of Arts and Sciences at the University of Pennsylvania (2014) — Travel funding, Mar 2015
- Military Service: Republic of Korea Marine Corps (Rank: Sergeant, 2011 —2013)
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TEACHING EXPERIENCE

HBHS50: Statistics in Life Sciences | Teaching Assistant for Prof. Jie Yang, Stony Brook Medicine

Biostatistics Course 2024 | Instructor, Cold Spring Harbor Laboratory

Biostatistics Course 2023 | Instructor, Cold Spring Harbor Laboratory

Big Data in Medicine: Biomedical Imaging | Teaching Associate for Prof. Elizabeth Sweeney, Weill Cornell Medicine
Big Data in Medicine: Genetics & Genomics | Teaching Associate for Prof. Davide Risso, Weill Cornell Medicine
Categorical and Censored Data Analysis | Teaching Associate for Prof. Oleksandr Savenkov, Weill Cornell Medicine
- Led lab sessions for 32 Master’s candidate students to teach biostatistical methods with R

- Reviewed and graded weekly homework and provide guidance on lab assignments

- Held regular office hours regarding questions on course materials, assignments, and academic concerns

PRESENTATION & PRESS INTERVIEW
- Virtual Core Knowledge: Biostatistics Workshop, Cold Spring Harbor Laboratory
- Interview Article: Analysis of 3,600 COVID-19 sequences on Nextstrain, Donga Science
- The Single-cell Pathology Landscape of Breast Cancer, Weill Cornell Medicine
+ Genomic Signatures Predict the Immunogenicity of BRCA-Deficient Breast Cancer, Weill Cornell Medicine
+ Profound Perturbation of the Metabolome in Obesity Is Associated with Health Risk, Weill Cornell Medicine

SERVICES

Korean Data Science / Statistics Community Leader

- Lead a community of over 500+ Korean data science and statistics students and professionals in the US, organizing
meetups, guest speaker events, knowledge-sharing sessions, and career opportunities.

Nextstrain | Voluntary Technical Translator

- Translated technical document and weekly genomic analysis of COVID-19 situation reports into Korean

Jan 2025
Aug 2024
Jul 2023
Spring 2020
Spring 2020
Fall 2019

Jan 2021

Apr 28", 2020
Mar 2020
Dec 2019
Aug 2019

Nov 2021 — Present

May 2020



